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- Basic Principles
- Modern Simulations of Biomolecules

- Advanced Techniques



"everything that living things do
can be understood in terms of the
jiggling and wiggling of atoms."

Richard Feynman, 1963




A Biomolecules undergo conformational changes
A These can be difficult to probe with experiments

A Function arises from dynamics on a wide range of ti
scales
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Fluorescence

Ultraviolet and visible spectroscopy
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Raman spectroscopy
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Infrared spectroscopy
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Molecular-dynamics simulations

P(;th‘erihe Henzlewildman & Dorothee KernDynamic personalities of proteindature, December 2007
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